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T3/Oat is the repository of oat phenotype and genotype data for the Oat Global Initiative 

(www.oatglobal.org) and provides flexible queries for extracting desired datasets for analysis, as 

well as integrated analysis tools (http://triticeaetoolbox.org/oat/). 

Uniform Oat Performance Nursery 2016: Seed characteristics 

The data available from the 2016 Uniform Early & Midseason Oat Performance Nurseries 

(UEOPN & UMOPN) have now been supplemented with seed characteristic data: groat protein 

content, groat oil content, and beta-glucan content. The seed characteristic data include data 

from Urbana, IL; Waseca, MN; Volga, SD; and Arlington, WI (UEOPN); and from Urbana, IL; 

Crookston, MN; Arlington, WI; and Fargo and Minot, ND (UMOPN). 

Featured T3/Oat tool: Selection index 

The “Selection Index” can be used to rank lines in the current selections based on two or more 

phenotypic traits of interest. To use the Selection Index tool, first select a set of lines and 

phenotypic traits using the T3 selection tools; for example, the “Selection Wizard” can be used to 

select a complementary set of lines, phenotypic traits, and phenotype trials (please see the 

T3/Oat status update from March 2016 for help using the Selection Wizard). Next, navigate to 

the “Selection Index” tool, which is located under the “Analysis” menu. Finally, choose the 

relative weights for each of the selected traits and a scaling method (Figure 1). 

 

 

Figure 1. The “Selection Index” tool requires the user to choose relative weights for each of the 

selected phenotypic traits and to choose a scaling method. 
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The tool ranks the lines in the current selections across all of the selected trials, as well as 

showing individual trait values for each trait used in the analysis (Figure 2). A table ranking the 

lines within each trial appears below the table summarizing the average selection index across 

trials. 

 

Figure 2. An example output from the “Selection Index” tool. 

A summary of all of the data that are available in T3/Oat can be obtained from the “Content 

Status” page, which can be reached through the “Resources” menu. Please contact the curator 

with any suggestions or questions, or to discuss uploading data to T3/Oat; any feedback will be 

gratefully received. 

 

 


