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PC1 =80.8%, PC2=12.4%, Sum=732%
Transform = 0, Scaling = 1, Centering =2, SVP=2

The genotype by location
interaction relative to the 6 06p30-b24d3
genotype main effect was not 06p30-bi8al
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was more different from -
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Beta-glucan

Data from two locations PC1 = B6.8%, PC2 = 3.3%, Sum =590.1%
. Transform = 0, Scaling = 1, Centering = 2, SWP=2
so far. The two locations
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Groat

PC1=71.5%, PCZ=11.4%, Sum=82.9%
The genOtype by Transform =0, Scaling = 1, Centering =2, SWP=2
location interaction
relative to the genotype 06p28-a26e3

main effect was not very
large. So selection based
on mean values is a
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PC1 =95.8%, PC2 = 1.5%, Sum =97.3%
Transform =0, Scaling = 1, Centering = 2, VP =2

The genotype by
location interaction
relative to the genotype
main effect was very
small. So selection based
on mean values is a
reasonable option, 0213541
which will simplify the
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Protein

PC1 =76.5%, PC2 = 8%, Sum = 84.5%
Transform = 0, Scaling = 1, Centering =2, SWP=2

The genotype by
location interaction
relative to the genotype
main effect was not very
large. So selection based
on mean yield is a
reasonable option,
which will simplify the
discussion.
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The genotype by
location interaction
relative to the genotype
main effect was not very
large. So selection based
on mean values is a
reasonable option,
which will simplify the
discussion.

lest-Weight

PC1 =52.5%, PC2 = 15.6%, Sum=5681%
Transform = 0, Scaling = 1, Centering = 2, 3VP =2
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Kernel-Weight

. . L, PC1 =79.4%, PC2Z = 5.9%, Sum=85.3%
The genotype by location interaction 2 0 —{Transform = 0, Scaling = 1, Centering = 2, SVP = 2

relative to the genotype main effect

was not very large. So selection based
on mean values is a reasonable option,
which will simplify the discussion.
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desirable correlations

PROTEIN

Traits
TKW 0.46**
0.52%* 0.37**
0.07 0.38** 0.13
-0.12 -0.49** -0.26* -0.38**
0.05 -0.04 -0.19 -0.67**

-0.26* -0.47** -0.43** -0.38**

Relationship among traits




allenges

desirable trait — not even a

any two traits does not
be combined in a
ifficult challenge

to be too stro
enotype —not a

r, when more traits are considered, it
es a real challenge!



Yield, groat, and BGL

CRC lines tended
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lus checks

(LRC lines
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ECORC

PC1 = 45.9%, PC2Z = 31.6%, Sum = 78.5%
Transform = 0, Scaling = 1, Centering = 2, 5VWP =2
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RO [ines with higher yields

PC1 = 52%, PC2 = 24 8%, Sum = 76.8%
Transform = 0, Scaling = 1, Centering =2, SWP =2
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lihe three-way association
persists...

the population of genotypes,
a negative, undesirable

s. beta-glucan, or

's. beta-glucan

1otype was best for all three traits, ever



ding for an ideal milling oat
re than “a piece of cake”!









Vhy so?

associations among the
are logically inevitable



Groat Yield
Grain Yield

Groat% =

BGL Yield
Groat Yield

BGL (%) =

BGL Yield
Groat%x Grain Yield

- BGL% =




wo-step strategy

ndependent culling)

able traits) to calculate an Selection Index
nk preselected genotypes based on the
on index



pLED 15 5€T. 'minimum requirement
| trait using the check
aoiivars for initial screening

oOr.ea

Genotype
Bradley
Dancer
- Leggett
‘Morgan
Orrin
Rigodon
OA1225-2
OA1342-1
- OA1344-1
|OA1346-1
OA1352-1
OA1352-2
OA1354-1
OA1357-2

GROAT YIELD BGL

Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass

Pass

Pass

Pass

Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass

Pass

Pass

Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass
Pass

Pass

Pass

All Pass

YES

YES

YES For each trait,
YES use the level of
YES the poorest
YES Check cultivar
YES as the minimum
YES requirement
YES

YES

YES

YES
YES
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he selected genotypes on

he Selection IndeXx

Yield Selection

Trait GROAT YIELD BGL TWT (Rust) TKW PROTEIN OIL Index

OA1357-2 094 1.00 1.00 0.94 0.93 0.96 0.92 0.80 0.99
Orrin 094 098 0.91 0.99 0.90 1.00 0.89 0.75 0.97
Leggett 094 087 0.93 1.00 0.92 0.92 0.97 0.79 0.95
Dancer 1.00 0.93 0.81 1.00 0.92 0.92 0.87 0.72 0.95
OA1342-1 098 0.88 0.82 0.97 0.98 0.96 0.96 0.76 0.94

OA1352-2 094 091 0.86 0.93 0.93 0.90 0.99 0.79 0.93
~Morgan 092 0.97 0.83 0.95 0.92 0.93 0.85 0.70 0.93
OA1346-1 093 092 0.83 0.97 0.94 0.96 0.94 0.82 0.93
OA1344-1 094 0.87 0.90 0.93 1.00 0.86 0.96 0.81 0.93

OA1225-2 097 0.96 0.85 0.98 0.92 0.87 0.82 0.85 0.92
Bradley 095 090 0.83 0.94 0.89 0.95 0.93 0.77 0.92

OA1354-1 096 094 0.82 0.97 0.87 0.85 0.92 0.81 0.92

OA1352-1 093 092 0.82 0.97 0.90 0.80 1.00 0.88 0.90
094 090 0.85 0.98 0.85 0.96 0.89 1.00 0.89

Rigodon
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sion: challenges

lations — does not seem to be so
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inevitable



d calculate an Selection Index
it possible to have some “official” or consensus

--Is it more (or less) practical for the molecular

scientists to treat the “Selection Index” as a “trait” in
MAS?



usion: result

e OA1357-2 appeared to have
age of yield, BGL, groat, and
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